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1.
BCRC910509 YCMA1 16S rRNA  Tet(L)
ItuA I1tuB 1tuC IwD
2. 1
(protease) - (B-glucanse)
(chitinase)
3. 1
4. 1
(Myxosporium psidii Sawada
etKurosawa) [Bipolaris oryzae(Breda de Haan)Shoemaker]
[Colletotrichum gloeosporioides(Penz.)Sacc.] [Colletotrichum gloeosporioides
(Penz.&Sacc.)] [Botryodiplodia theobromae Pat.(Mango)]
(Colletotrichum gloeosporioides Penzig) [Phytophthora palmivora(Butler)
Butler.] (Fusarium sp.) (Fusarium oxysporum f.sp.cepae)
(Rhizoctonia solani) (Pestalotia euginac)
[Pestalotiopsis psidii(Pat.)Mordue] (Colletotrichum gloeosporioide)
[Alternaria brassicae(BERK)Sacc.]
5. 1
(Acidovorax avenae
subsp.cattleyae) (Xanthomonas axonopodis pv.citri)
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(2)

(Xanthomonascampestris pv.vesicatoria)

(Pectobacteriumcarotovorum

subsp.carotovorum) (Ralstoniasolanacearum)
(Acidovorax avenae subsp.citrulli) (Pectobacteriaum chrysanthemi)
1
1
1
1

16S universal primer
Lane M 14 kb DNA marker(promega,USA)
Lane 1~8 A group bacteria were isolated from No.5 mud.

Lane 9~14 B group bacteria were isolated from No.9 mud.

ITS PCR
Lane M 100 bp-3 kb DNA marker(promega,USA)
Lanel YCMYCMAL

YCMAL iturin A
Lane M 100 bp-3 kb DNA marker(promega,USA)
Lanel YCMALlituAgene Lane2 YCMAL ituB gene
Lane3 YCMALituCgene Lane4 YCMAL ituD gene

tetB

Lane M 3000 bp DNA marker(promega,USA)
Lanel YCMAL YyaO F/TetB_R primer
Lane2 YCMAL YyaR_F/TetB_R primer

YCMAl LB
YCMA1l UVB CFU
YCMA1 MS
YCMAL protease f-glucanse  chitinase
YCMA1 LB
A (Acidovorax avenae subsp.citrulli)
B (Acidovorax avenae subsp.cattleyae)
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(Pectobacterium carotovorum subsp.carotovorum)
(Pectobacteriaum chrysanthemi)
(Xanthomonas axonopodis pv.citri)
(Xanthomonas campestris pv.vesicatoria)
(Ralstonia solanacearum)

O T m g o

YCMAL
Aac Acidovorax avenae subsp.Cattleyae
Xac Xanthomonas axonopodis pv.citri
Xcv  Xanthomonas campestris pv.Vesicatoria
Rs Ralstonia solanacearum
Pcc Pectobacterium carotovorum subsp.carotovorum
Aa Acidovorax avenae subsp.Citrulli
Pch Pectobacteriaum chrysanthemi
YCMA1l PDA
YCMALl
CK ddH201 Fusariumsp. 2 Colletotrichum gloeosporioides Penzig 3 Phytophthora
palmivora(Butler)Butler. 4 Botyodiplodia theobromae Pat.(Papaya) 5 Colletotrichum
gloeosporioides(Penz.& Sacc.) 6 Botryodiplodia theobromae Pat.(Mango) 7 Fusarium
oxysporum f.sp.cepae 8 Bipolaris oryzae(Breda de Haan)Shoemaker 9 Myxosporium psidii
Sawada et Kurosawa 10 Colletotrichum gloeosporioides(Penz.)Sacc. 11 Rhizoctonia solani

(lily) 12 Pestalotia euginac(wax apple) 13 Pestalotiopsis psidii(Pat.)Mordue 14
Colletotrichum gloeosporioides(jujube) 15 Alternaria brassicae(BERK)Sacc.

YCMA1l PDA
YCMAL PDA
YCMAL

CK ddH50

1 - 40% WP

2 - 25% EW

3 - 35% WP

4 - 50% WG

5 - 10% WP

6 - 9.4% SC

7 - 2% SL

8 - 23% SC

9 - 75% WP

10 - 50% WP

11 - 70% WP

12 - 23.6% EC

13 - 23.7% SC

14 - 10% WG
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15
16
17
18
19
20
21
22
23
24
25
26
27
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(4)
- 27.12% SC
- 50% WP
- 80% WP
- 80% WG
- 50% WP
- 80% WG
- 39.5% SC
- 12% WP
- 22.58% SC
- 42.2% SC
- 25% EC
- 25% WP
- 75% WP
YCMAL1
ddH-0
- 53.8% WG
- 81.3% WP
- 10% WP
- 12.5% SL
- 20% WP
YCMA1
ddH»0
- 25% WP
- 9.6% SL
- 1% EC
- 40% SP
- 20% SG
- 40.8% EC
- 45 25% EC
50% WP
- 2.8% EC
- 46.5% EC
- 16% SG
- 50% EC
- 44% EC

- 10% SC
- 2.8% EC
- 44% SC
YCMA1
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CK  ddH,0

o 01 B W N

- 80% WP
- 13.5% SL
- 41% SL
- 22.3% EC
- 38.7% CS
- 24% SL
YCMAL
1,000 dilution of spreader
2,000 dilution of spreader
3,000 dilution of spreader
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(10)
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